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Introduction
Hepatocellular carcinoma (HCC) is one of malignant cancers worldwide and the third leading cause of cancer-related death [1] . Despite many strategies have been used to treat HCC, the average 5-year overall survival remains low [2] , because of the cancer cells metastasis. However, the complicated molecular and cellular mechanisms of HCC development are not unclear. Therefore, elucidating the potential molecular mechanism of tumor development and identify the therapeutic targets would improve the therapy of HCC.
RNAs that regulated different biological processes of tumors by binding to target gene roles in various physiological processes and are involved in the initiation and progression served as a novel biomarker for HCC [9] . However, the underlying role of miR-448 in the development of HCC is not explored.
Rho-associated coiled-coil-containing protein kinase 2 (ROCK2) belongs to a family of increasing number of studies reported that ROCK2 is involved in the development of the different human cancers, including breast cancer and lung cancer [11, 12] . ROCK2 plays a key role in HCC invasion and metastasis [13, 14] . For example, in vitro and in vivo, up-regulation of ROCK2 in HCC is obviously involved in the presence of tumor microsatellite formation, and down-regulation of ROCK2 inhibited HCC migration and invasion [2] .
In our study, we demonstrated that miR-448 was down-regulated in HCC samples compared with corresponding adjacent tissues, and the expression analyses exhibited a invasion by regulating ROCK2. Moreover, we also revealed that miR-448 could regulate the markers of EMT in HCC cells.
Materials and Methods

Clinical Tissues
Cell culture, cell transfection and RNA interference 2 according to the manufacturer's instructions.
RNA isolation and real-time PCR
Isolation of total RNA from cells was performed using the miRVana miRNA Isolation Kit (Ambion, , cells that remained on with crystal violet. The images were acquired by using NIS Elements image analysis software (Nikon, Tokyo,
Luciferase reporter assay Bioinformatics Analysis
Statistical analysis miR-448 and ROCK2 expression levels in the clinical samples was investigated by using chi-square
Results
miR-448 and ROCK2 expression were negatively correlated in HCC tissues
The expression levels of miR-448 and ROCK2 were detected in 117 HCC samples and miR-448 expression was lower in HCC tissues than that in corresponding adjacent tissues ROCK2 expression levels were negatively correlated in HCC tissues (Fig. 1C) . All HCC tissues were divided into two groups using median mRNA level of miR-448 ( a and ROCK2 ( b level of miR-448 might contribute to the metastasis of HCC. 
